
1: Protein and Folding Graph of a PDB ID

First, open the PTGL website under http://ptgl.uni-frankfurt.de. You will see this page:

In the center search field, type in your PDB ID, e.g., 7tim.1. 
Hit the search button. You will see a list of chains:2. 

Either hit the select all protein chains button or select the chains of interest by their check boxes in the list at the bottom.1. 
Hit the load proteins button. You will see the Protein Graph of the first selected chain:2. 
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The page contains:

The Protein Graph Visualization in the center.A. 
The list of contained secondary structure elements on the right.B. 

Now:

Select the alpha-beta-ligand topology type at the bottom. The image slides to the respective visualization.1. 
Hit the next protein chain button in the center of the right edge. The page slides to the respective protein chain:2. 

Download the graph visualization as PNG file with the link beneath the image.1. 
Follow the link beneath the visualization on the left to open the Folding Graphs of this chain. You will see this page:2. 
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The page contains:

A table of all Folding Graphs for this Chain in the center. For each Folding Graphs it lists the Folding Graph number (FG#), fold name, number of secondary structure elements (#SSEs), the sequence of secondary structure elements
from N- to C-terminus (SSE string), the vertex number of the first vertex in the parent Protein Graphs (PG), the linear notation, a link to the graph visualization and a link to the overview of the linear notations (linnot).

A. 

The Folding Graph visualization at the bottom.B. 

You can choose different Folding Graphs to be loaded above the table:

From the graph-type drop-down menu, choose the beta topology.1. 
From the notation-type drop-down menu, choose the RED notation.2. 
Hitting the search button you will see the page containing this graph visualization:3. 
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2: Search proteins exhibiting a structural topology by their linear notation

Open the PTGL website under http://ptgl.uni-frankfurt.de. You will see this page:

Open the drop-down menu of the linear notation search by clicking anywhere on the respective line.1. 

In the notation-type drop-down menu, choose reduced (RED).1. 
In the graph-type drop-down menu, choose beta.2. 
Type '(1a,1a,1a,1a,1a,1a,1a,-7a)' in the search field.3. 
Hit the search button.4. 
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Select the protein chain 1aveA by clicking the respective check box.1. 
Hitting the load proteins button you will see the page containing this graph visualization:2. 

3: Search structures containing a predefined motif

Open the PTGL website under http://ptgl.uni-frankfurt.de. You will see this page:

http://localhost/guide.php

5 of 9 6/5/20, 2:14 PM



Open the drop-down menu of the motif search by clicking anywhere on the respective line.1. 

Search for the beta propeller motif by clicking on the respective image.1. 

Select the protein chain 1a0rB by clicking the respective check box.1. 
Hitting the load proteins button you will see the page containing this graph visualization:2. 

4: Complex Graph of a PDB ID

Open the PTGL website under http://ptgl.uni-frankfurt.de. You will see this page:
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Open the drop-down menu of the Complex Graph search by clicking anywhere on the respective line.1. 

Type in the search field the PDB ID 6ebl.1. 
Hitting the search button, you see this page:2. 
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The page contains the following information:

A table of all chains of this complex. For each chain, it lists the PDB ID, Chain ID, Molecule name, Molecule (Mol) ID, source organism, and a link to the Protein Graph.A. 
A table of all macromolecules of this complex. For each macromolecule, its lists the macromolecule ID (MOL_ID), the name, the enzyme class (EC) number, the source organism and the homologous chains.B. 
The Visualization of the secondary structure-level Complex Graph. It corresponds to a Protein Graph extended by all secondary structure elements of the complex.C. 
The Visualization of the Complex Graph.D. 
The download links for the graphs and their visualization in different file types.E. 
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